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l.~#^^WACT120M&^lt, K'#ffi^E^. -S^^^WSEQ ID NO: 2^^ 

(a) ;i,wsEQ ID NO: 2m.mmmm0Skx 

(b) #SEQ ID NO:2iCS®!j^3?!l^ja--Mg^>hiCSm^^ft<Ilif^. ^^S?^ 
IDNO^ 2Blf^etliCSm;?^iJ, §K#T^^^^^^Wi£gT^6«i;^3^!l: SEQIDNO: 1 

8. -#Sg^*t^iJll^lJ5>f]^fi«JACTi20§ei!t#i4^^6fji^#, 

mmmmw p°p ;^^:i?^cTi2o^ a , #i£cti2o^ e wtm^i^mmmR± 




i7pi3.3 Km^x^^^m^mm cxno R^mmm^ 



5 umm^ 

mmm^m^^wm^mR^M^&^^Kf^m. mat, ^n^'^^s^'mm^mm, 

W^MlT^iChepatocellular carcinoma, nCC)^—^^W.MA^^M:^&^m^R^ 

10 Hcc :^±m^i^mh R'^m^^mm 20 90 ^i^^inmwfs, n^m 

^^gPBI^^^^iU HCC m^^m^W 17pl3.3 Ea#^E«^-^ttS^(Fujimori 
et aLCancer Res.l991,51:89-93;Boige et al.Cancer Res. 1997, 57:1986-1990; Nagai et 
al,Oncogene,1997,14:2927-2933): Jl^^^msim, ±m^M'mm%mmmmM^ 

5 ^nm^, i7pi3.3 i^mm^^m^^Kp^m^^^^m-^m 

m^mm^bmm^ 0.5Mb(Wang et sl,GenesChroniosomes&Cancers.200 1.3 1:221- 
227), 

m), ^mAiaB^^m^&»i>mm^mi^mmmmmfTo mat, 
^^^^m&^mmm^&ijAm^RMWcmmmmu 
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^sEQ ID ^o:2m.mm}¥m^7t-^m0^m.mm^m^i^i^. m^mmiamm^ 

mmmm^skM:^sBQiDi^o:2m^mm.mm^m'. m^m^mM'^m^ 
rm^^m-. seqidno: i^m^m^mKJ¥m^9i-86mM±-^mmo 

m-, ih)i!Km^i^^^miiMc^^mm§ikcTi2om^m^^0sko 

mtH^i^o ^m^T^m'i'mmmm^i', '^^^±}^^0m^m'pmm&^ 20-150 

^*5gHj6<j^7^:^M, m^j-^m^m-^^, '^^^^±^^mm:^:^m 
mmm^ CT120 m&^i^mm&x^^mtn:i$m&m^±'mm^&^mi^,it 



cTi2o^ s . ^:&cTi2on^wtm^mmmt^±m^m,^^m^Mmm. . 



^ 2 M^TCT120 6<|^^^J^>i- Northern ^tfi, ^^^iaT: 

® 3 S^T CT120 ^^I^5t3tM4H4'6<J^ii(RT-PCR)tf2Jii, #?^jtinT: 
l.SPC-A-1; 2.C-33A; 3.SMMC-7721: 4.BEL-7402; 5.SK-0V-3: 6.5637, 7.A431. 
8.MCF-7o 

m 4 M^T CT120 NIH/3T3 ^Bfi^m. 

ffl 5 M^7 Western CT120 ^^;t2^lfe*fflJ!a^'=f W^ii: 1-6 

LOH(6o-ioo%)o mj&s M^Ms^mitmm^^mi^vEmupiz.zMioii&tj^^^ 
m,o :^:^mxmx u ^m^i^^n 13.3 ^A^mm^mi^miiiEs-nmnj^n 

m^^^Bo mm^'f' 17pl3.3 Egrt 926 ^^6?II?gim^AX^fe#(PAC)579 ^ 

m 1 ^f^^ifSSS^ EST, Mjt RACE ;^?*^f#^^M^M;^3^!l|P|S?^6<jmS^, 
#^^CT120o Northern. Southern ^^t^^^iiE^, CT120 ^SEmmRmmm.^^ 

fKl^ii: fl*^*ffl|g>f m^^mA^^^^. a^^B>« CTI20 -^lt^;|f ^, 

#^h^i^iiEBJ;C^.>,mNIH/3T3m^^:tiEjS^||ai^fl:5i,|g. CT120 SSii 



m "R<^mn^m& cti2o" ws.m^m, m^M^mxRmn^m^ cmo m. 
s^m:^^m^ CT1200 

ta:^:scBfm, "^m^»^m^^ CT120 m&m^sk" , '^^nm cruom^^ 

. mmmM'^mm. ^^^t^^-^xmmmummm^m^vci^i^n^vc CT120 » 
^^±-nt^^^mmwMwmmi^mm±^i^^^-m±^ 0CT120 m^^^tfy 

CT120 mi^mmm^^^mmwi^&^^mo :$inm&^0Sk)f^. m±^m 

Mumm^mm^m]it0sk^mmm^^^sk(tmm^^^m'^m}¥^\m^^^ 

-siK^j^m, mmM^AB'i'f^m^m!^ CT120 mnm seq id no. 2 ^n&^^sko 
^^^^^^M^^As^mm^m& CT120 mm^m&^. seq id no. 2 m^m^ 
^m^o ^m^^m^^mm^^m'i'): iso^, ^mm 1-30 '^, 

M#i&i-2o>h, m^m uio -tmrnm^^^. mAmmmx, \^:kR:&c^mm/ 



m^m^i^. ^^mmrmm^^Tm^A9^mm^m^ cti2odna 

mmm^mmta'^^ SEQ id 1^0:2 m^^mmm-kmrno ^rji^^^m^^ 
^:^Bj3E'ai®7A5t?ii^^gfi CT120 ^sktfy'^m^Jn&io mn, "^n^M: 
WAst^^B^ufi CT120 ^sk^n^m{i>^^ 10 ^mmm^mm, m-Mma^i^ 30 ^ 

m^^m& CT120 0Sk^mm-^uMm.mmmfi±^m^, ikwi:x^^mmf¥n 



^ A 









Ala (A) 


Val; Leu; He 


Val 


Arg (R) 


Lys: Gin; Asn 


Lys 


[Asn (N) 


Gin; His; Lys; Arg 


Gin 


Asp (D) 


Glu 


Glu 


Cys (C) 


Ser 


Ser 


Gin (Q) 


Asn 


Asn 


Glu (E) 


Asp 


Asp 


Gly (G) 


Pro; Ala 


Ala 


His (H) 


Asn; Gin; Lys; Arg 


Arg 


lie (I) 


Leu; Val; Met; Ala; Phe 


Leu 


Leu (L) 


He; Val; Met; Ala; Phe 


He 


Lys (K) 


Arg; Gin; Asn 


Arg 


Met (M) 


Leu; Phe; He 


Leu 


Phe (F) 


Leu; Val; He; Ala; Tvr 


Leu 


Pro (P) 


Ma 


Ala 


ISer 


mr 


Ihr 


rrhr (T) ! 


Ser . 


Ser 


Trp (W) 


ryr; Phe 


Fyr 


Tyr (Y) 


rrp; Phe; Thr; Ser 


^he 


|val (V) 


[le; Leu; Met; Phe; Ala 


^eu 



mmDNAmxji^f^^DNAo DNA^i^xM^mmmM^mmo DNAus^^mm 
mmm^mmo mmm^0^mmmK^m-^i:k^ seq id i^o-a m^&^mm^m 
ni% 91-861 tia^xmm. "tsi^^st^i^" 

m^MmmmM^ seq id no:2 6<jMeM, seq id no:i m^mmm^^m 

mm seqidno:2 m^^^skt^^m^m^tS: Rmm^^^sk&^mm^m; 



^:^m^^R^±mm^^im^Rm^miizmM:^md> 50%, ^'mmm.^> 
70%, H#iikMi>8o%, mmi3kmi>9o%^m^ti>j0m'^mo :^Rm^m0R^F' 

(im^^ni'^mmf^mumTm^^mm^, ia o.2xssc, o.i%sds, eo'c, 
m^nmm CT120 m^m^mm=wmo 

DNA. i^^^^^fgfs^i^^pi^: mm^-^mm^m cdna :$cm^iz^^mm 
mm CT120 mmm^^ dna j^^mnj^^^trnTm-^^mn-. i)hKmmm. 

DNA ^m^m: DNA ^m-, 2)itm^^ DNA /^3?mi^#^^^JIfc6tl5R^ DNA- 

mmm^m}^mnm, dna mm^^Mmit^-^mm^^sfm^, mmm-^mM. 
cDi^Amm^no^^m^f^^ cdna ffymm:^mMJAmmi^T^mm&^mi^mm 
^nmKNA^m^mm^, j^i^mm^^MWcDNAxmo m^nnmAm:^^^ 

W^^^SfitlS:^, T5^^J^-fepr>^^iIkit^iK#(Qiagene)o cDNA X^ik 

^3a^fi<J:^^*. ^W^Bm^^Bt^ cDNA X^, im Clontech ^Rlfitl^H cDNA 

iP): (l)DNA-DNA m DNA-RNA (2):^,^«S6t»?&fgai31l!c^^; (3)tJ^ 

CT120 ^e6ti#^*6tr7X¥: (4)iIii^j^^ii:^^tj^^tJ^yStt, ^^i!lS0 



i^^mm&^m^m'^M^:^^ummm dna mmmM.mmm±itm'^^^ dnI 

Western ^ili&3glSIJf^Ji(ELISA)^c 

is^ PGR ^;j^rii DNA/RNA m:^^^^mm^mm:^Mm&^mmo mm 
mmM.xm'pnmi±jk&^ cdna b^, -^^^3^^^ race ^*(race-cdna ^i^^'^ii 

^m^m:^^^^. ^mnm:^^taMitmssim^%i^^^mmitri^m dna/rna 

FSnM:^^tBmmm.m^±mS^ng^TetaLPNAS, 1977, 74: 5463-5467)» 
/^MfKjCT120gS^|fe(Science. 1984, 224: 1431)o —Bmi^'nicXT^m- 

(3).M^#Si!c^j3s«f r^)-^. ^itm^m^ 

^^0'=l^^^6«|«^T7fifF^ii^#(Rosenberg,etal. Gene 1987 
56:125)::&^i^L^i^^|&^«iie<,pMSX^ro^^i^#(LeeandNathans,JBio'chem' 




r : 



^^Mmnnmrn^m^ikmi^. '^m-^^^mmmm. dna dna 

#l*lS^^7ft^(Sambroook, et al. Molecular Cloning, a Laboratory Manual 
cold Spnng Harbor Laboratory. New York, 1989). DNA mm^^^mmm 

^^#+e^jS^a^^_h, mRNA 5^^^^:?6^,>(^^.14^,J^:^. ^ 

mm^^mwmm^. mmi^m dna mm^i^mmi^, mn:km^ lo iu 300 
nm 100 iu 270 SV40 mm^. ^Mmmt^^mm-mm^mmm^iii 

c^ckm^m, mmm^m^:^m^ABfm^. ^mm^^mugch. nam, 
35 ^iu^a^h. ^n^fiM, -^mm^^mm. itmrnm^-^^^m^^^^^:^^^ 
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mm^. cTi2o^^. mat, -^Mjt^mcn2Q^^:^mm&M^mmm. 

cTi2om&6^mi^m^isnikti^mm^. it^^. m^mmmmmo cti2o 
^^^^sk&ii^ii^Am^^0Sk^m^n^^mjMmoCTi2omm^i^mmmm 

^T. ^p^m^i^6^^mm^o CT120 m^m^i&^ffmmmmMi^^Mjkm 



CT120 m^G^^mm^^mik-sim^^^r^^n^o mmm^fni^^m^mff 
CT120 Me mRNA mmmm^m(^i^&x rna Bi^AMRmm^:^ 
^Mimmm^i'^s.^m^ KNA^^j^^^Bmnmmf^m¥m>s.xm rna 

It DNA S^SIrT^ BW6«I«^Rr RNA m DNA ^j^g^jtig^:^, ip@;|ggp^^j^-f{:i^ 
^ ^^^^^^1=^ er . S JS^ RNA tJ^^ RTiiiili^I^^ RNA 6<J DNA 

^n^i^^m^^p^mmw^o dna j^3^jB^^5ijm^4:6<j RNA m^mB^"? 

CT120 m&^m^^mmtni^o ^mifiw^mm^m 

^■^mtrii^. ^^i^i^. Fab >t-|£fP Fab mTkXm 

tfi CT120 mj^m^w^m^^^mRit^tk:;^^, ^m^^m:^^&^ ctho 
CT120 m&^-^m^^mifii^^-^mwL^^m^mmiE.. ^x^ff^ssmm 

^^^'^^iiMMms.m CT120 ^^^i^^m^^o 

ja:#ifeRr^^^it#h^#F*3^-jj^^^^flf,^^^^^ ^ CT120 m&^mm 

-^m'^^:^^}i^mmm^mmpa spdp. jjc*^#6«iic«, iiii-ss^etj^^" 
j|##^^'^^i^#±, ji:#^^^#prffi^^7^ CT120 MBm^MmctamT^ 

CT120 6tlSi^^^J!g)„ 

CT120 mB^^m^i^^m^^m^^±j^(Kohlcr and Milstein. Nature,1975 
256:495-497)0 ^Afe^E^#A^!?6<lnr5gE^^6?J^^^#prffi SWfitl^Tjt^^' 




(Morrison et al ,PNAS,1985.81:6851). M B=t 6«I^J^^^i?L# fi<jS7jt(U.S Pat 
No.4946778)1fanrffi^^J^J?£ CT120 MS6<I#I|^#, 

CT120 m^^'^^^sk^^pim^nm^^^wmm^mm.mmm'^^ 

5 ^^^^^^R^&m^^i^m CT120 m&7i(^^^i^m^^:^fk. ^m^^M 
^^i^m^^m, ja-fe^g fish m^mmms^mnm. 

CT120 m^&j^mm'^mwm'f- crno m&m^mmcxmmmmm^^ 

ffo ^T^issi:^m, CT120 mj^$^0mm'wm-^m'fm^ CT120 m^^^mi^^^, 

mmmmm^^T crno m^m^'^^i^. m cti2o dna mmsim^m 

10 mmm:^&l^^mm CT120 m&M^^-^. ^^n.^^^^ Southem ep^^. 
Northern M^^^^o iS^^7[t:^r?*fjI^^v.^6<,^|iiS;=Jt, ;fg^6<,^^^f!j^' 

(Microarray)SgDNASM-(3^^5J^ «^H^J>i-" )±, m^^mmR'^mm^m^m 

^^mmmmi^mo m cti2o ge##fi<j?ii^i^tT ^A-M^mmi^BL(RT-FCK) 

15 f2|c^hrii-tfepr^^|| CT120 

CT120 ^aSSfitl^^ifepr^^^^ CT120 Me^^0«J5^jl^(:fc^;^Bl^ 

m)o cTi2om&^^&ijm^^^^iEnm^mcn2om& dna 3?ij($n seq id 
NO: 1 m7ismjEm^mm\tm.^^^. m^. m^. M^m^ti^n^'^m. rt 

ffiBWfitlS^iP Southern DNA J^^iJ^^ff ^ PGR ^Jlifi^^;^^!]^^. 

20 ^F. ^^WoTtg^PlSlgfifitl^ii. @itbM Northern ^^^i. Western ^^feqlf^J^ 

^^m&^cTi2om&m'^m±¥:^m^Kyr^m,^nsi:kmcKrm^}i:. 

25 6^^^:^J*^f!l^6^IcDNA^f^^^«^, riiM#W^J?^!j. ^^^U^g^-^Bt. 
30 Bm^J¥mo 

m DNA ;^3?!|. ^JgpT^T^ DNA ^3^!(5IA;$:^^^6<j## DNA :$h^($fim#)^i|lj 
35 ^4-. Jlb^h. i3Spr315i<fc^-^^;J^^5g5|A5js:5gBJ^aj^^(J4,„ 
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DNA ^m^^'^vEm CT120 :^ftX»f NIH/3T3 Mm^^Mc^B^ 

M:^<&m:i^m. Hjth, CT120 &—^mms'^m^^&m, R^m&^^m. mfrRm 

10 Harbor Laboratory Press, 1989)4' lR^M^Jitr^ffIti:566tJ^#. 

D17S926>(3r^,^:gE6<lPAC579(P579)j£^(Genome System ^^ii^) , ^^tfe 

DNA ^mmmm^j^^^^). m ceiera ^^^^^-ftm^^^s 

15 "Undergo"$fe# (Axys Pharmaceuticals) PAC579 SS^Ii^ Jiji^^f gf^@6<jTf# 

T=R^"j-%M3?i» ^^s^w— ^§fs@, PAC579 ±tfyumRmm&^^hMi=j'j^ 





i^hS^li-§-(bp) 


^EPAC579 «f fitJ'glCg H 




^hS^ 1(122) 


50808-50687 


CT120 


^bS^ 2(169) 


45607-45406 




^hS^ 3(123) 


42939-42817 




^hS^ 4(599) 


42143-41545 



20 ^mm2'. igimmcn2o±j^cDMtfy^f^: 

^f#f^, ^#-cDNA;^^!J FLJ22282(GenBank No. AK025935) o U^Ht^miSiM- 

2.1 B^M^^^M: cDNA ?lk (Human kidney Marathon-Ready cDNAs, 

25 Clontech), H-^SI^^ (Advantage cDNA polymerase Mix, Clontech)TA ^It:^ 
^ (TOPO TA cloning) . 

2.2 ^l^-Sit: ffl-?^ RACE (Rap id amplification of cDNA ends) ^J^^^ 

mn^^mmn-^rm^i'^: (a)-^jg 23-28nt; (b)GC'g-s 50-70%: (c)Tm{i:^ 
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120G R 5'GTGCGACTGGCACAAGGACAAAGAG3'(SEQ ID NO: 3) 5' RACE 
120QNG R 5'CGAATGATGACGATCCCCGAGCC3'(SEQ ID NO: 4) 5' RAC E 

2.3 RACE^/S: PGR rit^SjStPTS 12. 5^1 25kiI fi<I^J^#!R4ijttT. ^ 
T3^!jj^#^g RACE B.Mt 



^iiim 12. 5nl 


Marathon-Ready cDNAs 


1.25nl 




0. 25nl 


lOmM dNTP 


0. 25^1 


loxPCR &m^ip^m 


1. 25^1 




0. 25nl 


HzO 


9. O^il 


(lOpmol/ul) 


0. 25ul 



PCR^^#: 



94 1C 






941C 


30 # 




721C 






94 'C 


30 # 




701C 






94*C 


20 # 


25 ^Jf 


68X3 







RACE r^^mm^m-. pcr f-^ 0.5-2.5^1, Mi pcr-topo 

(clontech ^^wj) 0. 5^1 5 ^¥fmm±,n^nm:^mm^ifmmmit, 

^IS 37-C^-fe 12-16 /jNflt. eiS^ji, 

2.4 RACE7^%6<lji$3tig^j 

^96?L*^tti, ^TLJPA-g-AmpiittSftijLB SOjLil, XtfiF^^^ RACE , 
10-20't'fi%S^^S±^96?L^6tlLB^, J:^i^^f PGR ^ 

Mmmm» ^^%^m, mmiii:k)f^ race ^m. ^is^f pcr^^^, 

2.5 RACE j^m^mmRm^:i^m'. 
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^mm:^)^^m^^f^mmm. race j^^^^mm^mm&j mRm :k 

mt^mm^ ATG nmmmmmmmp^^^±mm'f'. ^^mmmrn^^ s'm^ poiyA 
^^m^^^^m 5'mm 3'mmm^o m race :^mmm cti2o j^jmm 
M&^^mmm, ^mtasEQ id no: 1-2 m^o 

CT120^-!^cDNA^2145>hfiiS(SEQ ID NO: 1) , ^ ORF 91-861 
ik, mm±-l^if3 257 Um^^mm MiSEQ IDNO: 2). 

2.6 I^Mfck^ 

mm\t^^MM:yr: CT120 Wl^5^i^#^^:i^|^e<jf^#:t4' . CT120 :&AI«IWM 
^ H # M (isoform) CT120A, ^ — ^ M 

CT120B(AAH26023) . CT120B fcb CT12A (96 >Mi^^, 32 ^U^m) . 

4A^, jE#^:^->h CT120-like ^0 (NP-1 13666. 1) o M.'^l^:^jm'^mm^ 
XP-133706 mCT120-like 1)^BAB23923 (raCT120-like 2) . mUlt^m 

J5LS1. CT120 ^ CT120B W 223/257 (86%)mm^, ^ CT120-like mm 

W 104/210 (49%) mm^, ^ mCT120-like 1 W 126/260 (48%) J^I , ^ 
raCT120-like 2^98/228 (42%)4S|5ltt. 

2. 7 CT120 

M CT120 6ti^=g=^/^^{j^nM^^;?^!jj^lx^t^:$^«f , am CT120 0Sk^^i:i 





SEQ ID NO: 2 cf'fitl'feg 


PKc mm\t^M. 


39, 67, 109, 190 


Casein II ^g^^-tt:^^ 


31, 61 


N-pfelM^®fe^^ 


148 




139-141 




1-18 


i^J^E I 


4-23 


I^J^E 2 


42-61 


i^^E 3 


76-93 


4 


113-135 


iit^E 5 


145-167 


6 


179-201 


nmK 7 


216-238 



2.6 CT120 6<J^-K:^^: 

mm RACE ^m}smmm&^±¥:i¥m'&T\-^mm^±^-^m, mm^imjuLT 

5 120F1F! 5'CCGATGCTGCTGACGCTGGCCG3'(SEQ ID NO: 5) 

120ER: 5'TGTTGGCACCAGAAAATCCTGCTTG3' (SEQ ID NO: 6) 
Tm^Wm RACE 25^1 l^mWMR PGR ^J^^#, PCR TmisW^ CT120 6<J 
±^^m907 bp, ^;5^AT-A^#(Clontech^^), CT120-T-A, 

10 ' ^mmS'. CT120 6tl^^^JI^ Northernmost 

A^ia^PsNorthernm^M>i- (MTN) m ^ Clontech^wl , ^^42 51^^3-4 /JnB^, 
Cri20-T-A5£|^^EcoRIi|t;U. lHHlfeaA>tia. ^ht^Mo ?S^25ngDNA, iqA2. Sulfite 

^Mmif^m, mP. dTTP> dGTP#l Hi, 1 jil Klenow^, 5 ill "P-a-dCTP, 
15 ^iq^'C^o 37°CiaW20:$)'^, iraA2 O.SM EOTA^jh^jez, 1 mlj^ltlS't'SA 

^mm, mXTEm^mephaidex G-SOo 2000 rpm 5^#, fig— ^fc, *PG-50M^Jj^l 
mlpffiSo .^100 nl TEW-m^liko nTBS.mm nl TE, ±tt, ^i|^C^lEl»te„ ^#M0O 
'C 5:$>#}'^14, ^mi^±o ^^iqA5im3?I^4'42lcm^l2-16/jNB^, i^J^^^-ffi 
lxSSC-0. 05% SDS^^421Ci5fe2^^, mmo^^, SfflO. lxSSC-0. 1% SDS 42'Ci5fe2^, 

20 n^3o^^, MLjsxytyri^Rmo 

^mm 4j ^^Ai^m^ pcrcrt-pcr) s 
25 ^^mmm^itj^nm PCR cTuo^&^n^s^mmmM^mmi^o mmm 
mmmM^mm spc-a-i, c-ssa , s^m sMMc-7721, BEL-7402, mmf$ sk- 

OV-3, 0]^^ 5637, A431. ?LJil?® MCF-7, 

4.1 S^^: RNA 1 ul 20 ^ Superscript II RT 

kit(GIBCO,BRL)^f^|iJ^^^0-^ cDNA, •a-^BMJS#^>##M 120, lul ^-^J 
30 ^ 8ng RNA, Sff ^;5#ilJ6^im-|| cDNA. 
4. 2 PCR ^JlS#^ : 

J^^M^—^cDHA 1 ul 
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loxpcR m^m 1.5 ui 

2mM dNTP 1. 5 „! 

BAl ^m(±m) 1.5 ul 

BA2 mrnirm) 1.5 ui 

5 CTI20 F(±^^) 1.5 ul 

CT120 G(T«^) 1.5 ul 

taq M (promega 0. 5u/ul) 1 ul 

«20 X ul 



,^#|R 25 ul 

) 4.3 PCR &^mm: 94°C.3 min;94°C SOsec, 60°C 30 sec,72'C 30 sec, 
26 -28 : 72'C 5 min.PCR 5 ulPCR J^i^j^^j 2%3^Jii$|^Jg^^ 


fi-M^MB BAl P S'AAGTACTCCGTGTGGATCGGB' SEQ ID NO: 7 
BA2 R 5'TCAAGTTGGGGGACAAAAAG3' SEQ ID NO: 8 
CT120 120G R 5'GTGCGACTGGCACA.'\GGACAAAGAG3' SEQ .ID NO: 9 
120F F S'GGGGATCGTCATCATTCGCTCCTS' SEQ ID NO; 10 

4.3 mm 

iam 3 m^o CT120 ^mmmmmM spc-a-i 4>^iiai^:BEL-7402 m a43i 

4'^a^^ii;C-33A, SMMC-7721, 5637, MCF-7 :SK-0V-3 

^TCTi2o:^jE^M4'^^ii, ^mmmm^mj^. miitwm^mun2o 



3S# pcDNA4/HisMax(Invitrogen ^J^^) ^ Mm^ykmi^ , U cDM m 
(Clontech^^)^;^|^,^^|^120HM-F:5mCTGCTGACGCTGGCCGG3'(SEQ ID NO: 
12);120HM-R:5TTAGCCATCCTTTTTGGCTT3'(SEQ ID NO: 13)mnrm. CT120 
6«l ORF,T-A (Clontech pcDNA4/HisMax Mmmikmi^. ^nm^ 

pcDNA4/HisMax-CT120. ^^M^MlvE. fm^mn^. ^mk. BW^^, ^ 
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6.1 mmw: NiH/3T3^jiac 

6.2 DNA: pcDNA4/HisMax-CT120^iiM^6<I DNAo 

6.3 mm^: LIPOFECT AMINE™ Reagent Kit (BRL^^) 

6.4 5^itLmmmisi^sF-Dim 

Zeocin (Invitrogen -^Wj) fi^^i^^ 
6 ?L=K (Corning J^ffa)o 

6.5 DNA-|Mjf#g-^i^(DNA-liposome complex) 6?|^J#j 
lipofectin 10^1^)0 90^1 SF-DMEM^-i^. DNA Ipig Afl lOOjil SF-DMEMM"^, 

J|^##fi<lDNAijnA##fi<Jlipofectin^?S«l3, m^M^USO-AS Ua 0.8ml 

SP-DMEM^ADNA-lipofectin complex ^#^:)tj i. Oml. 

6. 6 mmmmz mm^^m 5o-eo%m^^n, m^m^mm-^k. in i. omi 

lipofectin Reagent-DNA complex A^^fi^M, m^^, 37*C^W 5 

<I^Bt. iPAl.ml-^20%/jN4^jfiL?iDMEM.M^. ^IX^^^^t^. ^^m.W^, f^— 

^^^^ Zeocin m±mm. '^mmmnm^-^miiim, iajsmi^. 
mmtam 4 m^o ctuo m mums mm±^mmM&^is^mi^m<> 
6.7 cn2omMmmmm'r3mmMmm:^L: *f&^cTi2oii^$f^NiH/3T3 

mm^^m, r±m^. ^^i^mmmmm, i2%sds-page ^m, mm, ^jfcHisG 

(Invitrongen)^^#.^^Jft:#^^!im^i^^ NIH/3T3 ^Jifi^«t« CT120 gfe-^Mfi 
34KDa, 



7.1 %^C112QmU0%mmWmU^: ^It^^^X (Applied Biosystem 
^^tI)'^^CT120^S6<jC-^ 15|*^Si!/^j!lCRKAVRLFDTPQAKK(SEQ ID NO: 11) 
mUf!k, ^Maleimide Activated BSA,KLH ^mm±iSime)^^mm^M 

7.2 ^^^^it^Mtm CT120 ^^mRmm^^^m^jk'. umRmmm. 




mmi^d: 150 mmf^^m-^i^, mm Envision System m^^^m 

Kit (mouse), DABSfe, Mayer 

5 M4R^;L^;^^ji(— ), 



10 mm^^mm^^mmo 
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<iio> ±mmmm^m 

<i2o> AKi i7pi3. 3 EisiAi A#/fi*H^sa CT120 Rmmmmt^ 

<130> 024832 

<160> 13 

<170> Patentin version 3. 1 

<210> 1 

<211> 2145 

<212> DNA 

<213> ©A (Homo sapiens) 
<220> 

<221> CDS 

<222> (91).. (861) 

<223> 



<400> 1 

cggagggttg aaatcgcgcg gccgggccgg ggcgcgccga gccgaaccca gccacgcggc 



60 



gccagcgagg cggccggacc cgcagccccg atg ctg ctg acg ctg gcc ggg ggc 114 

Met Leu Leu Thr Leu Ala Gly Gly 
1 5 

gcg etc ttc ttc ccg ggg etc ttc gcg etc tgc acc tgg gcg ctg cgc 162 
Ala Uu Phe Phe Pro Gly Uu Phe Ala Leu Cys Thr Trp Ala Leu Arg 
"> 15 20 

cac tec cag ccc gga tgg age cgc acc gac tgc gtg atg ate age acc 210 
His Ser Gin Pro Gly trp Ser Arg Thr Asp Cys Val Met He Ser Thr 
25 30 35 40 

agg ctg gtt tec teg gtg cac gcc gtg ctg gcc acc ggc teg ggg ate 258 
Arg Leu Val Ser Ser Val His Ala Val Leu Ala Thr Gly Ser Gly He 
45 50 55 

gtc ate att cgc tec tgc gac gac gtg ate acc ggc agg cac tgg ctt 306 
Val lie He Arg Ser Cys Asp Asp Val He Thr Gly Arg His Trp Leu 
60 .65 70 

gcc egg gaa tat gtg tgg ttt etg att cca tac atg ate tat gac teg 354 
Ala Arg Glu Tyr Val Trp Phe Leu He Pro Tyr Met He Tyr Asp Ser 
75 80 85 
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tac gcc atg tac etc tgt gaa tgg tgc cga acc aga gac cag aac cgt 
Tyr Ala Met Tyr Leu Cys Glu Trp Cys Arg Thr Arg Asp Gin Asn Arg 
90 95 100 



402 



gcg ccc tec etc act ett cga aac ttc eta agt cga aac cgc etc atg 450 
Ala Pro Ser Leu Thr Leu Arg Asn Phe Leu Ser Arg Asn Arg Leu Met 
105 110 115 120 

ate aca cat cat gcg gtc att etc ctt gtc ett gtg eca gtc gca cag 498 
He Thr His His Ala Val He Leu Leu Val Leu Val Pro Val Ala Gin 
125 130 135 

agg etc egg gga gac ctt ggg gac ttc ttt gtc ggc tgc ate ttc acg 646 
Arg Leu Arg Gly Asp Leu Gly Asp Phe Phe Val Gly Cys He Phe Thr 
140 145 150 



gca gaa ctg age act ccg ttt gtg teg ctg ggc agg gtt ctg att cag 594 
Ala Glu Leu Ser Thr Pro Phe Val Ser Leu Gly Arg Val Leu He Gin 
i55 160 165 

eta aag cag cag cac acc ctt ctg tac aag gtg aat gga ate etc acg 642 
Uu Lys Gin Gin His Thr Leu Leu Tyr Lys Val Asn Gly He Leu Thr 
170 175 180 



ctg gcc acc ttc ctt tec tgc egg ate ett etc ttc ccc ttc atg tac 690 
Leu Ala Thr Phe Leu Ser Cys Arg He Leu Leu Phe Pro Phe Met Tyr 
185 190 195 200 

tgg tec tat ggc cgc cag cag gga eta age ctg etc caa gta ccc ttc 738 
Trp Ser Tyr Gly Arg Gin Gin Gly Leu Ser Leu Leu Gin Val Pro Phe 
205 210 215 



age ate eca ttc tac tgc aac gtg gcc aat gcc ttc etc gta get cet 786 
Ser He Pro Phe Tyr Cys Asn Val Ala Asn Ala Phe Leu Val Ala Pro 
220 225 230 



cag ate tac tgg ttc tgt ctg ctg tgc agg aag gca gtc egg etc ttt 834 
Gin He Tyr Trp Phe Cys Leu Leu Cys Arg Lys Ala Val Arg Leu Phe 
235 240 245 

gac act ccc caa gcc aaa aag gat ggc taaatgctcc tgggagtcag 881 
Asp Thr Pro Gin Ala Lys Lys Asp Gly 
250 255 

gcgeagccte acaccagctg cetcctccac teagcattcc atggaccaaa ttgtgecctg 941 
ggtagcctca gactttgggt attgataage cgatggattt gagtttttet aaagaatatt 1001 
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catattacct cctttttcta acttgcccta tttgcaaacg cacttttgta gtaacaacta 1061 

ttgggtcctg tcagacctcc acggacagca aagtggtttt aatgcaagcc caaggatcct 1121 

tcttaaggtc ttatctcaag agctctggga ggtggaagca tggggtggga tcggtggacc 1181 

agggtggtaa gtgtctgcac atctgcctgt ccctgtatca gcggctaccc accttccaaa 1241 

ccactcagga cagtacccgt ggcactgggc ccgcagaagc aagggatgac ttggttcttg 1301 

gaagtaatgt cgtcttgtga cattggcctg ggacaatcat tgtgggtagg tagttattga 1361 

tcgtttacta gataacccat tggttctttg cctcatcctc tcatocatgg gtcagagttg 1421 

aattcttatg tctatagact tccaatcaga agtctcactg gtggggctgg gggtgggggc 1481 

aggcaggagg catggatggg aacctgagta ggtagtgtgg ccaagagatc agcacaacct 1541 

ttgcaggctg acttgctaag tctgacagtg acaaacttgt gagcttactg cagtcagtca 1601 

cagaggctgt tctttttcac acaccccttc atgcccggct ttccccatat ccacatgcag 1661 

agggcgagct cataaaacta cagggaagcg tgaaatgatg gctttggtag ctgtttactg 1721 

ggtaacccca ctgtgacact gtccttttca tgtgatgtgg aaacctactt ctgtcctcca 1781 

aaccatgaaa tgtgtcatct agactgcaga gtactcgagt gctttgcctc ccgatatgcc 1841 

agagcttgtg gtccaaagcc cattcctgtg tgtccgtcct gccatttagc cacagaaggc 1901 

tgcggagtga ggcggcagct agcctggcca gtggctgtcc cgtggaccga cacctgcgcc 1961 

cccttctgca agcaggattt tctggtgcca acactcattc atcattcccg atcaactagg 2021 

atgaatttaa gactgtgcta ccatgtgttc tcaagtggta gtttaaaaag tggattttta 2081 

aagtgccttt caattgtctg tgaacgtcta aaggactgat ttgtctcaaa aaaaapfiffpa 2141 
aaaa 



2145 



<210> 2 
<211> 257 
<212> PRT 

<213> ^ACHojuo sapiens) 
<400> 2 

Met Leu Leu Thr Leu Ala Cly Gly Ala Leu Phe Phe Pro Cly Leu Phe 




10 



IS 



Ala Leu Cys Thr Trp Ala Leu Arg His Ser Gin Pro Gly Trp Ser Arg 
20 25 30 



Thr Asp Cys Val Met He Ser Thr Arg Uu Val Ser Ser Val His Ala 
35 40 45 



Val Uu Ala Thr Gly Ser Gly He Val He He Arg Ser Cys Asp Asp 
50 55 60 



Val He Thr Gly Arg His Trp Leu Ala Arg Glu Tyr Val Trp Phe Leu 
70 75 80 



He Pro Tyr Met He Tyr Asp Ser Tyr Ala Met Tyr Leu Cys Glu Trp 
85 90 95 



Cys Arg Thr Arg Asp Gin Asn Arg Ala Pro Ser Leu Thr Leu Arg Asn 
100 105 no 



Phe Leu Ser Arg Asn Arg Leu Met He Thr His His Ala Val He Leu 
115 120 125 



Leu Val Leu Val Pro Val Ala Gin Arg Leu Arg Gly Asp Leu Gly Asp 
130 135 140 



Phe Phe Val Gly Cys He Phe Thr Ala Glu Leu Ser Thr Pro Phe Val 
145 150 155 160 



Ser Leu Gly Arg Val Leu He Gin Leu Lys Gin Gin His Thr Leu Leu 
165 170 175 



Tyr Lys Val Asn Gly He Leu Thr Leu Ala Thr Phe Leu Ser Cys Arg 
180 185 190 



He Leu Leu Phe Pro Phe Met Tyr Trp Ser Tyr Gly Arg Gin Gin Gly 
195 200 205 
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Leu Ser Uu Leu Gin Val Pro Phe Ser He Pro Phe Tyr Cys Asn Val 
210 215 220 



Ala Asn Ala Phe Leu Val Ala Pro Gin He Tyr Trp Phe Cys Leu Leu 
225 230 235 240 



Cys Arg Lys Ala Val Arg Leu Phe Asp Thr Pro Gin Ala Lys Lys Asp 
245 250 255 



Gly 



<210> 3 

<211> 25 

<212> DNA 

<2i3> Axmm 

<220> 

<221> inisc_feature 
<223> 

<400> 3 

gtgcgactgg cacaaggaca aagag 



<210> 4 

<211> 23 

<212> DNA 

<213> XXftim 

<220> 

<221> misc_feature 

<223> Bm 

<400> 4 

cgaatgatga cgatccccga gcc 



<210> 5 

<211> 22 

<2I2> DNA 

<213> AXt^^ 



25 



23 
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<220> 

<22 1 > mi sc_f eature 
<223> 

<400> 5 

ccgatgctgc tgacgctggc eg 

<210> 6 

<2ll> 25 

<212> DNA 

<213> Allien 

<220> 

<221> misc.feature 

<223> 

<400> 6 

tgttggcacc agaaaatcct gcttg 



22 



25 



<210> 7 

<2U> 20 

<212> DNA 

<2i3> XJ:t¥m 

<220> 

<221> misc_feature 
<223> 

<400> 7 

aagtactccg tgtggatcgg 



<210> 8 

<211> 20 

<212> DNA 

<213> Al/^iyiJ 

<220> 

<221> misc_feature 

<223> gi^Kr 

<400> 8 

tcaagttggg ggacaaaaag 

<210> 9 
<211> 25 
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<2I2> DNA 
<213> AX}¥m 

<220> 

<221> misc_feature 
<223> 

<400> 9 

gtgcgactgg cacaaggaca aagag 

<210> 10 
<211> 23 
<212> DNA 

<213> AJ^¥m 

<220> 

<221> niisc_feature 
<223> 

<400> 10 

ggggatcgtc atcattcgct cct 

<210> 11 

<211> 15 

<212> PRT 

<213> AJl^n 

<220> 

<221> MISCjFEATURE 
<222> a)..(15) 

<223> XtJS? CT120SerC-SSW»Jft 
<400> 11 

Cys Arg Lys Ala Val Arg Leu Phe Asp Thr Pro Gin Ala Lys Lys 
^5 10 15 

<210> 12 
<211> 20 

<212> DNA 

<2i3> Axmn 

<220> 

<221> misc.feature 
<223> giigf 
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<400> 12 

atgctgctga cgctggccgg 



<210> 13 

<211> 20 

<212> DNA 

<2i3> Axmm 

<220> 

<221> misc_feature 
<223> 



<400> 13 

ttagccatcc tttttggctt 




^ m ^ m 



CT120 
CT120B 
CT120-like 
niCT120-like 1 
BCT120-like 2 



— — MLTPMVAGCWFPGLFLLSKNTLQRLPQ 28 

LAIPSSPPTPSLNLAFLSLLDPLVSLPGFKSPCLPQWWLGGWCSPDSSSYPRTRSRGCPS 60 

~— — MLLTLAGGALFFPGLFALCTWALRRS-Q 27 

_ MLLTLAGGALFFPGLFALCTffALRRS-Q 27 



CT120 
CT120B 
CT120-like 
mCT120-like 1 
iHCT120-like 2 



CT120 
CT120B 
CT120-like 
mCT120-like 1 
iBCT120-like 2 



CT120 
CT120B 
CT120-like 
inCT120-like 1 
mCT120-like 2 



CT120 
CT120B 
CT120-like 
mCT120-like 1 
niCT120-like 2 



^MASTAGYI VSTSCKHI IDDQHWLSSAYTQFAVPYFI YD 38 
LRffEBADAVIVSARLVSSVQAIMASTAGYIVSTSCKHnDDQHWLSSAYTXJFAVPYFTYD 88 
CAGREADAVIVSARLVSSVQAIMASTAGYIVSTSCKHIIDDQHWLSSAYTQFAVPYFIYD 120 
PGffSRTDCVMISTRLVSSVHAVLATGSGIVIIRSCDDVITGRHWUREYVWFLIPYMIYD 87 
PGlSRTDCVMISTRLVSSVHAVUTGSGIVlIRSCDDVITGRHWLAREYVWFLIPyMIYD 87 
••• ::*::*:: **..:*.:***: *. * :>m<:im»i. 

lYAMFLCHWHJfflQVKGHGGDDGAARAPGSTffAIARGYLHKEFLUVLHHAAMVLVCFPLSV 98 
lYAMFLCHWHKHQVKGHGGEDGTPRALGSmWRGYLHKEFLMVUfflAAMVLVCFPLSV 148 
lYAMFLOWHKHQVKGHGGEDGTPRALGSTWAVVRGYLHKEFLMVLHHAAMVLVCFPLSV 180 

SYAMYLCEWCRTRDQ NRAPS ^LTLRNFLSRNRLMITHHAVILFVLVPVAQ 136 

SYAMYLCEffCRTRDQ NRAPS LTLRNFLSRNRLMITHHAVILFVLVPVAQ 136 

***:♦*.* : : : ** . *.:*::**: ***. 

VWRQGKGDFFLGCMUdAEVSTPFVCl^KILIQYKQCWTLIilKVNGALMLLSFLCCRVLLF 158 
VWR(WKCDFFU;an2(AEVSTPFVCLGKILIQYKQ(WLUIK^ 208 
VWRQGKGDFFLaTtt.MAEVSTPFVCLGKILIQYKQQHTLLHKVNGALMLLSFLCCRVLLF 240 
RLRGDLGDFFVGCIFTAELSTPFVSLGRVLIQLKQQHTLLYKVNGI LTLATFLSCRILLF 196 

— LKOWTLLYRVNGILTLATFLSCRILLF 164 

. *****^:,t:4Btt* ♦ ♦ 

PYLYWAYGRHAGLPLLAVPLAIPAHVNLGAALLLAPQLYWFFLICRGACRLFWPRS 214 

PYLYWAYGRHAGLPLLSVPMAIPAHVNLCAALLLAPQLYWFFLICRGACRLFRPRG 264 

PTCTGPTGATLACPCSQCPWPS-CATSTWARTAPRTQLYWLSLMCRGDCGLFRPRAPTHP 299 

PFMYWSYGRQQGI^LLQVPFSIPFYCNVANAFLVAPQIYWFCLLCRKAVRLFiyrPQ 252 

PFMYffSYGRQQGLSLLQVPFSIPFYCNVANAFLVAPQIYWFCLLCRKAVRLFDTPQ 220 

* . * . . * . . . .*:**: *:** ** , 



CT120 
CT120B 
CT120-like 
mCT120-like 1 
mCT120-like 2 



-RPPP-ACQAQD- 



-SPPPSPCQTQD- 



224 

■ 275 

LLVRPRTEARPWNPPPPPAPVETVHWGNQCVSWGGGDESQKSLSLTAPRQMDLE 353 

~ '"AKKDG" " ' — 257 

" AKKDG — • 225 
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